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ENTERED 



5 <110> APPLICANT: Glotzer, Michael 

6 Jantsch-Plunger , Verena 

7 Romano, Alper 

8 Mishima, Masanori 

9 Kaitna, Susanne 

11 <120> TITLE OF INVENTION: Cyk-4 polypeptides, DNA molecules encoding them and their 
use in 

12 screening methods 

14 <130> FILE REFERENCE: 0 6 52 . 2260001/EKS/AES 
C--> 16 <140> CURRENT APPLICATION NUMBER: US/09/881,736 
C--> 17 <141> CURRENT FILING DATE: 2001-06-18 

19 <150> PRIOR APPLICATION NUMBER: EP 00 112 880.0 

20 <151> PRIOR FILING DATE: 2000-06-19 

22 <150> PRIOR APPLICATION NUMBER: EP 01 110 554.1 

23 <151> PRIOR FILING DATE: 2001-04-30 

25 <150> PRIOR APPLICATION NUMBER: 60/241,231 

26 <151> PRIOR FILING DATE: 2000-10-18 

28 <150> PRIOR APPLICATION NUMBER: To be determined 

29 <151> PRIOR FILING DATE: 2001-06-13 
32 <160> NUMBER OF SEQ ID NOS : 6 

34 <170> SOFTWARE: Patentln Ver . 2.1 

38 <210> SEQ ID NO: 1 

39 <211> LENGTH: 3050 

40 <212> TYPE: DNA 

41 <213> ORGANISM: Homo sapiens 
4 3 <22 0> FEATURE: 

4 4 <221> NAME/KEY: 5 ' UTR 

45 <222> LOCATION: (1)..(70) 

47 <220> FEATURE: 

48<221> NAME/KEY: CDS 

49 <222> LOCATION: (71).. (1969) 

51 <22 0> FEATURE: 

52 <221> NAME/KEY: 3 ' UTR 

53 <222> LOCATION: ( 1970 ) . . ( 30 50 ) 
55 <400> SEQUENCE: 1 

57 taaagggggg tgccagacca ggtgcgtctg ccgctggatt gtgataggaa gcagagtgtt 60 
60 cgtgtgaaag atg gat act atg atg ctg aat gtg egg aat ctg ttt gag 109 

62 Met Asp Thr Met Met Leu Asn Val Arg Asn Leu Phe Glu 

63 1 5 10 

65 cag ctt gtg cgc egg gtg gag att etc agt gaa gga aat gaa gtc caa 157 

67 Gin Leu Val Arg Arg Val Glu lie Leu Ser Glu Gly Asn Glu Val Gin 

68 15 20 25 

70 ttt ate cag ttg gcg aag gac ttt gag gat ttc cgt aaa aag tgg cag 205 

72 Phe lie Gin Leu Ala, Lys Asp Phe Glu Asp Phe Arg Lys Lys Trp Gin 

73 30 35 40 45 

75 agg act gac cat gag ctg ggg aaa tac aag gat ctt ttg atg aaa gca 253 

77 Arg Thr Asp His Glu Leu Gly Lys Tyr Lys Asp Leu Leu Met Lys Ala 

78 50 55 60 
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243 575 580 

245 tea tct agt tec ctg tea cag aga gtc cgt tec 

247 Ser Ser Ser Ser Leu Ser Gin Arg Val Arg Ser 

248 590 ' 595 600 
250 act cct aga ttt ggg age aaa age aag tct gee 

252 Thr Pro Arg Phe Gly Ser Lys Ser Lys Ser Ala. 

253 610 615 

255 caa ggc aac ttt ttt get tct cca atg etc aag 

257 Gin Gly Asn Phe Phe Ala Ser Pro Met Leu Lys 

258 .625 630 

260 gcctgttact tcccagcatt gactgactat aagaaaggac 

263 agcctcctgt actcattact acttttagca ttctccaggc 

266 gcatgagggt tttattaaaa ctatatatat ctccccttcc 

269 atcagcactt tgtgctggtc attgttggga gcttttagat 

272 gaagggttag tatggaattg gttgtgattc tttttgggga 

275 gettaaagee aaatgetget catagaatga tctttctcta 

278 ccgtgagaca atgacagaaa ccctacctat ctgataagat 

2 81 agtgggaggg cagggcaaag aaaggattag accagaggat 

284 aaccagaagt tctcattccc cattatgaac tgagctataa 

287 gggatgeatt gaggacagaa ctagtgatgg gagtatgegt 

290 ggtctttaat agtgttgagt ggcacaacct tgtaaatgtg 

293 ctctgatgtg ccgctggctg aactttgggt tcatttgggg 

2 96 aaaattgaat tcattctgat gcttggcccc cataccccca 

299 acttctaaag gtcaatatat catcctttgg catcccaact 

302 aagggaagat tgtcaatatt ttgtggtaag aaaagctaca 

305 tggatgctga aatttttccc atggaacata gccacatcta 

308 tctgttaaaa ttattcttaa tgtctgtaaa aacgattttc 

311 egtattgace cttatctgta aaacacctat ttgggataat 

316 <210> SEQ ID NO: 2 

317 <211> LENGTH: 632 

318 <212> TYPE: PRT 

319 <213> ORGANISM: Homo sapiens 
321 <400> SEQUENCE: 2 

323 Met Asp Thr Met Met Leu Asn Val Arg Asn Leu 

324 1 5 10 
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